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This book presents the findings of the RCOG Study
Group findings on genetics underlying reproductive
function.
Human beings normally have a total of 46
chromosomes, with each chromosome present
twice, apart from the X and Y chromosomes in
males. Some three million people worldwide,
however, have 47 chromosomes: they have a small
supernumerary marker chromosome (sSMC) in
addition to the 46 normal ones. This sSMC can
originate from any one of the 24 human
chromosomes and can have different shapes.
Approximately one third of sSMC carriers show
clinical symptoms, while the remaining two thirds
manifest no phenotypic effects. This guide
represents the first book ever published on this topic.
It presents the latest research results on sSMC and
current knowledge about the genotype-phenotype
correlation. The focus is on genetic diagnostics as
well as on prenatal and fertility-related genetic
counseling. A unique feature is that research meets
practice: numerous patient reports complement the
clinical aspects and depict the experiences of
families living with a family member with an sSMC.
This book examines the rise of the direct-toconsumer genetic testing industry (DTC) and its use
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of 'wrap' contracts. It uses the example of DTC to
show the challenges that disruptive technologies
pose for societies and for regulation. It also uses the
wrap contracts of DTC companies to explore broader
issues with online contracting.
The introduction and widespread implementation of
newborn bloodspot screening (NBS) for cystic
fibrosis (CF) has offered earlier diagnosis and better
outcomes for children with CF in many countries of
the world. It represents a paradigm shift in the
diagnostic pathway for these families. In contrast to
a clinical diagnosis, infants are now referred for
diagnostic testing after a positive NBS result. The
introduction of NBS has enabled the provision of
early appropriate treatment to prevent the
manifestations of the disease. In the near future,
early diagnosis will facilitate the prompt use of new
CFTR modulator therapies that correct the basic
underlying molecular defect. NBS for CF has been a
global success but continues to raise questions with
many varied approaches and the development of
new technologies, in particular the ability to
undertake extensive gene examination. Which is the
best protocol to achieve high sensitivity and
specificity, and how to evaluate and manage infants
with inconclusive diagnosis are all subjects of
ongoing discussion. It is also open to question: what
is the best approach to informing and counselling the
parents about a positive or inconclusive NBS result?
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These questions are not easy to answer and require
a balanced solution that reflects the local health care
system and may appropriately result in different
answers around the globe. The articles in this book
try to answer these questions and give an overview
of the current state of knowledge in NBS for CF.
The explosion of information in neurogenetics and
metabolism mandates increasing awareness of
appropriate diagnostic and therapeutic strategies in
the setting of certain epilepsies, especially those of
very early onset. There are over 200 inherited
disorders that are associated with seizures and
prompt identification and intervention is crucial for a
positive outcome. This text brings together leading
authorities presenting state-of-the-art clinical reviews
covering the science, recognition, and treatment of
the inherited metabolic epilepsies and related
disorders. Inherited Metabolic Epilepsies opens with
a section on general principles for diagnosis and
targeted intervention including screening protocols,
laboratory testing, neuroimaging, seizure patterns
and EEG findings, new technologies, and the
ketogenic diet in metabolic epilepsies. The next two
sections are devoted to the cohort of specific small
molecule disorders (aminoacidopathies, organic
acidopathies, mitochondrial disorders, urea cycle
disorders, neurotransmitter disorders, and glucoserelated disorders) and large molecule disorders
(lysomal storage disorders, peroxisomal diseases,
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glycosylation defects, and leukodystrophies) that are
treatable yet can be so vexing to clinicians and
investigators. The book concludes with a clinical
algorithm designed to be a resource for the
physician in search of direction when considering an
inherited metabolic disorder as the explanation for a
patient with epilepsy. Inherited Metabolic Epilepsies
Key Features: Presents the latest scientific thinking
and clinical wisdom for a poorly understood group of
disorders that have devastating consequences if
unrecognized or not promptly treated Expert
authorship from both the genetic-metabolic and
epilepsy communities provides state-of-the-art
guidance for understanding and managing these
disorders A readable text for clinicians highlighting
the relation between metabolic errors and epilepsy
Concludes with a practical algorithm for evaluating a
patient with a possible metabolic epilepsy
European Human Genetics Conference 200032nd
Annual Meeting of the ESHG.European Human
Genetics Conference 200032nd Annual Meeting of
the ESHG : Amsterdam, the Netherlands, SaturdayTuesday, 27 May-30 May 2000 : Final Programme
and AbstractsHistory of Human GeneticsAspects of
Its Development and Global PerspectivesSpringer
Describes the present and future impact of molecular
genetics upon society. Designed for scientists and
laypeople alike, the book deals with the impact of
genetics upon medicine, agriculture and forensic
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science, and considers the legal and moral issues
raised by new techniques and research.
This remarkable publication focuses on the importance
of genetics in mental retardation, investigating the extent
to which molecular diagnostic capability and the
understanding of genetic causes have improved over
recent years. As a result, clinical evaluation and
diagnostic laboratory practice are now undergoing an
unprecedented period of change.In a single volume, a
unique combination of key individuals and world-class
clinical, diagnostic and research-based experts share
specialized, state-of the-art knowledge in this field. The
parents’ perspective lies behind chapters dealing with
issues such as:- Classification nomenclature- Wellknown syndromes- How modern technologies have
resulted in newly identified syndromes- How genome
architecture can influence disease- Guidelines for clinical
evaluation- Valuable database resources for clinical,
diagnostic and research departments- Challenges
involved in data interpretation and determining clinical
relevance- Genetic overlaps with autism and
schizophrenia- Processes of health service
implementationGenetics of Mental Retardation is an
invaluable resource for researchers and students with an
active interest in the field. Furthermore, consultants and
trainees in clinical genetics and pediatrics, and
researchers working in clinical genetics laboratories will
benefit from these reviews.
Written by 30 authors from all over the world, this book
provides a unique overview of exciting discoveries and
surprising developments in human genetics over the last
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50 years. The individual contributions, based on seven
international workshops on the history of human
genetics, cover a diverse range of topics, including the
early years of the discipline, gene mapping and
diagnostics. Further, they discuss the status quo of
human genetics in different countries and highlight the
value of genetic counseling as an important subfield of
medical genetics.
This title reflects the exponential growth in the
knowledge and information on this subject and defines
the extensive clinical translation of cardiovascular
genetics and genomics in clinical practice. This concise,
clinically oriented text is targeted at a broad range of
clinicians who manage patients and families with a wide
range of heterogeneous inherited cardiovascular
conditions. Cardiovascular Genetics and Genomics:
Principles and Clinical Practice includes a concise and
clear account on selected topics written by a team of
leading experts on clinical cardiovascular genetics. Each
chapter include key information to assist the clinician and
case histories have been incorporated to reflect
contemporary practice in clinical cardiovascular genetics
and genomics. Therefore this will be of key importance to
all professionals working in the discipline, from clinicians
and trainees in cardiology, cardiac surgery,
electrophysiology, immunology through geneticists,
nursing staff and those involved in precision medicine.
The Causes and Consequences of Chromosomal
Aberrations explores one of the most dramatic examples
of genomic instability-chromosomal aberrations. It
describes some of the more recent techniques used to
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map genes within the human genome, study
chromosomal aberrations at the cellular level, and define
the organization of the interphase nucleus. General
overviews are provided to build a conceptual framework
for understanding the generality and specificity of
chromosomal aberrations. The Causes and
Consequences of Chromosomal Aberrations also
explores the role of recombinases and topoisomerases
in the development of chromosomal aberrations. It
contains studies of chromosomal aberrations, which offer
separate instructive treatises on specific malignancies.
The Causes and Consequences of Chromosomal
Aberrations is useful to medical and graduate students,
physicians, molecular biologists, and cytogeneticists. It
will benefit anyone interested in the concepts,
contributions, and development in the field of molecular
cytogenetics.
Genome editing is a powerful new tool for making
precise alterations to an organism's genetic material.
Recent scientific advances have made genome editing
more efficient, precise, and flexible than ever before.
These advances have spurred an explosion of interest
from around the globe in the possible ways in which
genome editing can improve human health. The speed at
which these technologies are being developed and
applied has led many policymakers and stakeholders to
express concern about whether appropriate systems are
in place to govern these technologies and how and when
the public should be engaged in these decisions. Human
Genome Editing considers important questions about the
human application of genome editing including:
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balancing potential benefits with unintended risks,
governing the use of genome editing, incorporating
societal values into clinical applications and policy
decisions, and respecting the inevitable differences
across nations and cultures that will shape how and
whether to use these new technologies. This report
proposes criteria for heritable germline editing, provides
conclusions on the crucial need for public education and
engagement, and presents 7 general principles for the
governance of human genome editing.
Medical acronyms and abbreviations offer convenience,
but those countless shortcuts can often be confusing.
Now a part of the popular Dorland’s suite of products,
this reference features thousands of terms from across
various medical specialties. Its alphabetical arrangement
makes for quick reference, and expanded coverage of
symbols ensures they are easier to find. Effective
communication plays an important role in all medical
settings, so turn to this trusted volume for nearly any
medical abbreviation you might encounter. Symbols
section makes it easier to locate unusual or seldom-used
symbols. Convenient alphabetical format allows you to
find the entry you need more intuitively. More than
90,000 entries and definitions. Many new and updated
entries including terminology in expanding specialties,
such as Nursing; Physical, Occupational, and Speech
Therapies; Transcription and Coding; Computer and
Technical Fields. New section on abbreviations to avoid,
including Joint Commission abbreviations that are not to
be used. Incorporates updates suggested by the Institute
for Safe Medication Practices (ISMP).
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An important milestone in medicine has been the recent
completion of the Human Genome Project. The
identification of 30,000 genes and their regulatory
proteins provides the framework for understanding the
metabolic basis of disease. This advance has also laid
the foundation for a broad range of genomic tools that
have opened the way for targeted genetic testing in a
number of medical disorders. This book is designed to
be the first major text to discuss genomics-based
advances in disease susceptibility, diagnosis,
prognostication,and prediction of treatment outcomes in
various areas of medicine. After building a strong
underpinning in the basic concepts of genomics, the
authors of this book, all leaders in the field, proceed to
discuss a wide range of clinical areas and the
applications now afforded by genomic analysis.
The 2019 MPDI Writing Prize invited early stage
researchers who are not native English speakers to write
on the subject of "how research should be evaluated and
how researchers should be rewarded". Six prizes were
awarded, however there were many more entries. This
book collates many of those entries and contains
inspiring, thought-provoking and original viewpoints of
open science through the eyes of those conducting
research on a daily basis.
New Clinical Genetics provides all those involved in
medical genetics with a unique clinical guide based on
post-genomic technologies. This first edition has been
superseded by a new edition, launched October 2010.
A smart and witty guide to all you want to know about
human genetics Human genetics is not the playground of
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science alone. Genetics concerns all of us, for we all
have DNA, genes, genomes, and chromosomes. Our
genes determine partly our appearance and our
behaviour, our talents and our health risks. The authors
of The Human Recipe use humour to explain what we
understand about human genetics. With anecdotes and
topical examples, they demonstrate how genetics affects
our everyday lives. What if a DNA analysis were to
reveal that your biological father must be someone other
than the person you’ve been calling “Dad” for years?
Does genetics explain why Africans excel in athletics,
Asians in gymnastics, and Europeans mainly in sports
testing physical strengths? What is the difference
between a genetic disease and a contagious illness?
The newest developments in human genetics also raise
ethical questions and issues which are currently being
debated within the genetics community, and the authors
do not avoid looking at these either. Should we use
genetics to ensure the conception of healthy children or
even “designer babies”? Should we identify genetic
risks before pregnancy? Should we edit genes in
embryos? Can we identify our risk for cancers and can
we prevent them? What about privacy in DNA research
and forensic databases? Can DNA be stolen, and if so,
would this be considered a serious crime? The Human
Recipe provides a clever insight into all you might want
to know about human genetics in our current society.
This book covers the foundations of genes and heredity
to give readers a solid understanding of what modern
genetics has been built on, before examining the ways in
which genetic testing is used to assess genetic risk.
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Infertility affects more than one in ten couples worldwide
and is related to highly heterogeneous pathologies
sometimes only discernible in the germ line. Its complex
etiology often, but not always, includes genetic factors
besides anatomical defects, immunological interference,
and environmental aspects. Nearly 30% of infertility
cases are probably caused only by genetic defects.
Thereby experimental animal knockout models
convincingly show that infertility can be caused by single
or multiple gene defects. Translating those basic
research findings into clinical studies is challenging,
leaving genetic causes for the vast majority of infertility
patients unexplained. Nevertheless, a large number of
candidate genes have been revealed by sophisticated
molecular methods. This book provides a comprehensive
overview on the subject of infertility written by the leading
authorities in this field. It covers topics including basic
biological, cytological, and molecular studies, as well as
common and uncommon syndromes. It is a must-read
for human geneticists, endocrinologists, epidemiologists,
zoologists, and counsellors in human genetics, infertility,
and assisted reproduction.
Historians and social scientists will likewise find this book
an important foundation for future detailed studies, which
are urgently needed."--BOOK JACKET.
This book presents applications of bioinformatics tools
that experimental research scientists use in "daily
practice." Its interdisciplinary approach combines
computational and experimental methods to solve
scientific problems. The book begins with reviews of
computational methods for protein sequence-structurePage 11/22
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function analysis, followed by methods that use
experimental data obtained in the laboratory to improve
functional predictions.

Precision Public Health is a new and rapidly evolving
field, that examines the application of new
technologies to public health policy and practice. It
draws on a broad range of disciplines including
genomics, spatial data, data linkage, epidemiology,
health informatics, big data, predictive analytics and
communications. The hope is that these new
technologies will strengthen preventive health,
improve access to health care, and reach
disadvantaged populations in all areas of the world.
But what are the downsides and what are the risks,
and how can we ensure the benefits flow to those
population groups most in need, rather than simply
to those individuals who can afford to pay? This is
the first collection of theoretical frameworks,
analyses of empirical data, and case studies to be
assembled on this topic, published to stimulate
debate and promote collaborative work.
Biobanking, i.e. storage of biological samples or data
emerging from such samples for diagnostic,
therapeutic or research purposes, has been going on
for decades. However, it is only since the mid 1990s
that these activities have become the subject of
considerable public attention, concern and debate.
This shift in climate is due to several factors. The
purpose of this book is to investigate some of the
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ethical, legal and social challenges raised by
research biobanking in its different modern forms
and formats. The issues raised by research
biobanking in its modern form can be divided into
four main clusters: how biological materials are
entered into the bank; research biobanks as
institutions; under what conditions researchers can
access materials in the bank, and problems
concerning ownership of biological materials and of
intellectual property arising from such materials; and
how the information is collected and stored, e.g.
access-rights, disclosure, confidentiality, data
security and data protection.
CRISPR/Cas is a recently described defense system
that protects bacteria and archaea against invasion
by mobile genetic elements such as viruses and
plasmids. A wide spectrum of distinct CRISPR/Cas
systems has been identified in at least half of the
available prokaryotic genomes. On-going structural
and functional analyses have resulted in a far
greater insight into the functions and possible
applications of these systems, although many
secrets remain to be discovered. In this book,
experts summarize the state of the art in this exciting
field.
A definitive, clinically oriented guide to the pathology
of genetics of developmental neuropathology
Developmental neuropathology relates to the wide
range of disorders affecting the developing brain or
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pre- and post-natal life, with emphasis on the genetic
and molecular mechanisms involved. This book
provides a practical guide to diagnosing and
understanding these disorders affecting this
vulnerable population and potentially stimulates
further advances in this exciting area. It also
addresses the controversies in inflicted head injury in
infants. The fourth major title to be approved by the
International Society of Neuropathology (ISN),
Developmental Neuropathology offers in-depth
chapter coverage of brain development;
chromosomal changes; malformations; secondary
malformations and destructive pathologies;
developmental vascular disorders; acquired
metabolic and exogenous toxins; metabolic
disorders; Rett syndrome and autism; and infectious
diseases. The text provides: Clinical, diseaseoriented approach to the pathology and genetics
developmental neuropathology Fuses classical and
contemporary investigative approaches Includes
genetic and molecular biological pathogeneses Fully
illustrated Approved and endorsed by International
Society of Neuropathology Developmental
Neuropathology is the perfect book for practicing
neuropathologists, pediatric pathologists, general
pathologists, neurologists, and geneticists in
deciphering the pathology and pathogenesis of these
complex disorders affecting the nervous system of
the embryo, fetus, and child.
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The biochemical and genetic understanding of
human disease has increased explosively in recent
years. We now understand that most human disease
is the result of interactions between genetic factors
and environmental influences, and the combined
influences are being identified in our society's most
important and burdensome diseases, including
cancer, diabetes, and degenerative disorders such
as arthritis, Alzheimer's and Parkinson disease.
When mutant genes combine with environmental
factors to produce a cascade of malfunctions,
treatment may take one of many different
approaches. This book describes the range of
disorders and the treatments which have become
available for them as a result of our increased
understanding. These treatments range from
classical approaches such as the supply of a missing
product of enzyme activity, through enzyme or
cofactor replacement, to the exciting possibility of
therapy directed specifically to the underlying defect,
the mutant gene itself.
Genomic and Personalized Medicine, Second
Edition — winner of a 2013 Highly Commended BMA
Medical Book Award for Medicine — is a major
discussion of the structure, history, and applications
of the field, as it emerges from the campus and lab
into clinical action. As with the first edition, leading
experts review the development of the new science,
the current opportunities for genome-based analysis
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in healthcare, and the potential of genomic medicine
in future healthcare. The inclusion of the latest
information on diagnostic testing, population
screening, disease susceptability, and
pharmacogenomics makes this work an ideal
companion for the many stakeholders of genomic
and personalized medicine. With advancing
knowledge of the genome across and outside proteincoding regions of DNA, new comprehension of
genomic variation and frequencies across
populations, the elucidation of advanced strategic
approaches to genomic study, and above all in the
elaboration of next-generation sequencing, genomic
medicine has begun to achieve the much-vaunted
transformative health outcomes of the Human
Genome Project, almost a decade after its official
completion in April 2003. Highly Commended 2013
BMA Medical Book Award for Medicine More than
100 chapters, from leading researchers, review the
many impacts of genomic discoveries in clinical
action, including 63 chapters new to this edition
Discusses state-of-the-art genome technologies,
including population screening, novel diagnostics,
and gene-based therapeutics Wide and inclusive
discussion encompasses the formidable ethical,
legal, regulatory and social challenges related to the
evolving practice of genomic medicine Clearly and
beautifully illustrated with 280 color figures, and
many thousands of references for further reading
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and deeper analysis
This book, written by a leading geneticist, examines
the ethical and social issues raised by the genetic
testing of children. The opinions of geneticists,
ethicists and affected families are all included to give
a balanced view of this controversial field. Issues
covered include confidentiality, potential abuses of
genetic information (eg the use of test results by
insurance companies) and the value of predictive
genetic testing. The aim of the book is to improve
awareness of the complexity of the issues raised and
provide suggestions as to how the discussions must
develop - it therefore raises new questions as well as
answering those that already exist.
Cytogenomics demonstrates that chromosomes are
crucial in understanding the human genome and that
new high-throughput approaches are central to
advancing cytogenetics in the 21st century. After an
introduction to (molecular) cytogenetics, being the basic
of all cytogenomic research, this book highlights the
strengths and newfound advantages of cytogenomic
research methods and technologies, enabling
researchers to jump-start their own projects and more
effectively gather and interpret chromosomal data.
Methods discussed include banding and molecular
cytogenetics, molecular combing, molecular karyotyping,
next-generation sequencing, epigenetic study
approaches, optical mapping/karyomapping, and
CRISPR-cas9 applications for cytogenomics. The
book’s second half demonstrates recent applications of
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cytogenomic techniques, such as characterizing 3D
chromosome structure across different tissue types and
insights into multilayer organization of chromosomes,
role of repetitive elements and noncoding RNAs in
human genome, studies in topologically associated
domains, interchromosomal interactions, and
chromoanagenesis. This book is an important reference
source for researchers, students, basic and translational
scientists, and clinicians in the areas of human genetics,
genomics, reproductive medicine, gynecology,
obstetrics, internal medicine, oncology, bioinformatics,
medical genetics, and prenatal testing, as well as genetic
counselors, clinical laboratory geneticists, bioethicists,
and fertility specialists. Offers applied approaches
empowering a new generation of cytogenomic research
using a balanced combination of classical and advanced
technologies Provides a framework for interpreting
chromosome structure and how this affects the
functioning of the genome in health and disease
Features chapter contributions from international leaders
in the field
This reprint of 'Cytogenetic and Genome Research'
contains contributions discussing the subject in-depth.
'Cytogenetic and Genome Research' is a well-respected,
international peer-reviewed journal in genetics.
With advances in personalised medicine, the field of
medical law is being challenged and transformed. The
nature of the doctor-patient relationship is shifting as
patients simultaneously become consumers. The
regulation of emerging technologies is being thrown into
question, and we face new challenges in the context of
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global pandemics. This volume identifies significant
questions and issues underlying the philosophy of
medical law. It brings together leading philosophers,
legal theorists, and medical specialists to discuss these
questions in two parts. The first part deals with key
foundational theories, and the second addresses a
variety of topical issues, including euthanasia, abortion,
and medical privacy. The wide range of perspectives and
topics on offer provide a vital introduction to the
philosophical underpinnings of medical law.
Clinical nephrology is an evolving speciality in which the
amount of information is growing daily. This book gives
quick access to some important clinical conditions
encountered in nephrology including the diseases of
glomeruli, tubules and interstitium. It presents the latest
information on pathophysiology, diagnosis and
management of important diseases of renal parenchyma.
The information is presented in a very user friendly and
accessible manner while the treatment algorithms enable
the reader to quickly access expert advice on arriving at
the most appropriate treatment regimen. The book
discusses the renal involvement in various systemic
diseases including diabetes and autoimmune diseases.
Diabetic nephropathy is fast becoming the commonest
cause of end stage renal disease all over the globe and
is discussed in this book. The editors believe that this
book will be a valuable addition to the reader's library.
This book reflects academically on important and
relevant natural scientific disciplines, important
technologies and related media to determine and
communicate the moral issues and challenges within
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those specific fields of study, and how to deal with them
morally and from a multidimensional South African
context. It aims to add scientific, technological and
ethical value, locally and globally, by reflecting mainly
from the viewpoint of a specific scholars, writing about
the most pressing moral issues or challenges raised by
problems within their specific field of study. It is written
mainly from a qualitative methodological perspective,
including autobiographical and participatory views. The
co-authors present in respective chapters their research
systematically and intersectionally, based on profound
theoretical analysis and reasoning. Current research in
the basic and implied sciences and technologies requires
sound ethical practice based on a defensible moral
stance. Moral norms, in our view, are deeply grounded
and evolved convictions about justice and injustice, right
and wrong, good and bad. It is not about rules. This
scholarly book combines the insights and expertise of
established South African scholars from different
disciplines and backgrounds. The contributors are all
deeply committed to the value and validity of science and
ethical practice across the moral spectrum. Open and
responsible discussions around this topic can lead to the
introduction of moral guidelines and regulations to
protect the rights of individuals, animals and the
environment, while simultaneously facilitating the growth
of scientific practice. This collected work, with its very
specific and carefully selected grouping of academic
fields, aims to innovatively assist in alleviating the
shortage of academic publications reflecting on the moral
issues in these specific fields.
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The 2016 edition of the International System for Human
Cytogenomic Nomenclature (ISCN 2016) offers standard
nomenclature that is used to describe any genomic
rearrangement identified by techniques ranging from
karyotyping to FISH, microarray, various region specific
assays, and DNA sequencing. Suggestions from the
international cytogenetics community have been
reviewed by the Standing Committee, an international
group of experts, nominated by their peers. This updated
edition offers: * many new examples, particularly for
microarray and region specific assays * trackable
changes in the main text compared to the previous
edition for easier identification * a nomenclature standard
to facilitate the description of chromosome
rearrangements characterized by DNA sequencing
developed through collaboration between the Human
Genome Variation Society (HGVS) and ISCN to
accommodate the increased use of sequencing
technologies in the characterization of chromosomal
abnormalities The ISCN 2016 is an indispensable
reference volume for human cytogeneticists, molecular
geneticists, technicians, and students for the
interpretation and communication of human cytogenetic
and molecular cytogenomic nomenclature. After a long
collaboration with Cytogenetic and Genome Research,
ISCN is now again a part of this leading journal on
chromosome and genome research, combining the dayto-day business with the latest findings.
Analogies play a fundamental role in science. To
understand how and why, at a given moment, a certain
analogy was used, one has to know the specific,
Page 21/22

File Type PDF European Human Genetics
Conference Eshg 2017
historical circumstances under which the new idea was
developed. This historical background is never presented
in scientific articles and quite rarely in books. For the
general reader, the undergraduate or graduate student
who learns the subject for the first time, but also for the
practitioner who looks for inspiration or who wants to
understand what his colleague working in another field
does, these historical circumstances can be fascinating
and useful. This book discusses a series of analogy
effects in subatomic physics, the prediction and theory of
which the author has contributed to in the last 50 years.
These phenomena are presented at a level accessible to
the non-specialist, without formulae but with emphasis
on the personal and historical background: memoirs of
meetings, discussions and correspondence with
collaborators and colleagues. As such, besides its
scientific aspects, the book constitutes an absorbing
witness account of a holocaust survivor who
subsequently illegally crossed the Iron Curtain to escape
communist persecution.
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